between the human and chimpanzee homologous chromosomes is post-speciation of its last common ancestor and rhesus macaque. This divergence can be the result of compositional changes within: 1) the human-chimpanzee last common ancestor, 2) the human and chimpanzee genomes independently, or 3) the rhesus macaque genome. Analysis of the genomes of additional Old World monkeys and apes can aid in ascertaining the lineage(s) attributing to the observed divergence.
It is important to note that this alignment free-approach does not necessitate one to identify which window in a human chromosome corresponds to which window in a chimpanzee chromosome. Rather, it provides a means of comparing a window based solely on the knowledge of the chromosome in which it is located. A comparison of each human chromosome to all other human chromosomes (w=100,000 and k=6) was conducted revealing that each human chromosome was more similar to its homologous chromosome in chimpanzee than it was to all of the other human chromosomes (results not shown); this is as expected given the fact that each chromosome has its own history as well.
